SEQUENCE LISTING 

<110> Afar, Daniel 
Law, Debbie 

<120> ANTIBODIES AGAINST SLC15A2 AND USES THEREOF 
<130> 05882 .0192 .NPUS01 
<160> 10 

<170> Patentln version 3.2 

<210> 1 

<211> 2681 

<212> DNA 

<213> Homo Sapiens 

<400> 1 



gaggagagag 


agagagtaag 


gagccagcca 


tgaatccttt 


ccagaaaaat 


gagtccaagg 


60 


aaactctttt 


ttcacctgtc 


tccattgaag 


aggtaccacc 


tcgaccacct 


agccctccaa 


120 


agaagccatc 


tccgacaatc 


tgtggctcca 


actatccact 


gagcattgcc 


ttcattgtgg 


180 


tgaatgaatt 


ctgcgagcgc 


ttttcctatt 


atggaatgaa 


agctgtgctg 


atcctgtatt 


240 


tcctgtattt 


cctgcactgg 


aatgaagata 


cctccacatc 


tatataccat 


gccttcagca 


300 


gcctctgtta 


ttttactccc 


atcctgggag 


cagccattgc 


tgactcgtgg 


ttgggaaaat 


360 


tcaagacaat 


catctatctc 


tccttggtgt 


atgtgcttgg 


ccatgtgatc 


aagtccttgg 


420 


gtgccttacc 


aatactggga 


ggacaagtgg 


tacacacagt 


cctatcattg 


atcggcctga 


480 


gtctaatagc 


tttggggaca 


ggaggcatca 


aaccctgtgt 


ggcagctttt 


ggtggagacc 


540 


agtttgaaga 


aaaacatgca 


gaggaacgga 


ctagatactt 


ctcagtcttc 


tacctgtcca 


600 


tcaatgcagg 


gagcttgatt 


tctacattta 


tcacacccat 


gctgagagga 


gatgtgcaat 


660 


gttttggaga 


agactgctat 


gcattggctt 


ttggagttcc 


aggactgctc 


atggtaattg 


720 


cacttgttgt 


gtttgcaatg 


ggaagcaaaa 


tatacaataa 


accaccccct 


gaaggaaaca 


780 


tagtggctca 


agttttcaaa 


tgtatctggt 


ttgctatttc 


caatcgtttc 


aagaaccgtt 


840 


ctggagacat 


tccaaagcga 


cagcactggc 


tagactgggc 


agctgagaaa 


tatccaaagc 


900 


agctcattat 


ggatgtaaag 


gcactgacca 


gggtactatt 


cctttatatc 


ccattgccca 


960 


tgttctgggc 


tcttttggat 


cagcagggtt 


cacgatggac 


tttgcaagcc 


atcaggatga 


1020 


ataggaattt 


ggggtttttt 


gtgcttcagc 


cggaccagat 


gcaggttcta 


aatccctttc 


1080 


tggttcttat 


cttcatcccg 


ttgtttgact 


ttgtcattta 


tcgtctggtc 


tccaagtgtg 


1140 
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gaattaactt 


ctcatcactt 


aggaaaatgg 


ctgttggtat 


gatcctagcg 


tgcctggcat 


1200 


ttgcagttgc 


ggcagctgta 


gagataaaaa 


taaatgaaat 


ggccccagcc 


cagtcaggtc 


1260 


cccaggaggt 


tttcctacaa 


gtcttgaatc 


tggcagatga 


tgaggtgaag 


gtgacagtgg 


1320 


tgggaaatga 


aaacaattct 


ctgttgatag 


agtccatcaa 


atcctttcag 


aaaacaccac 


1380 


actattccaa 


actgcacctg 


aaaacaaaaa 


gccaggattt 


tcacttccac 


ctgaaatatc 


1440 


acaatttgtc 


tctctacact 


gagcattctg 


tgcaggagaa 


gaactggtac 


agtcttgtca 


1500 


ttcgtgaaga 


tgggaacagt 


atctccagca 


tgatggtaaa 


ggatacagaa 


agcaaaacaa 


1560 


ccaatgggat 


gacaaccgtg aggtttgtta 


acactttgca 


taaagatgtc 


aacatctccc 


1620 


tgagtacaga 


tacctctctc 


aatgttggtg 


aagactatgg 


tgtgtctgct 


tatagaactg 


1680 


tgcaaagagg 


agaataccct 


gcagtgcact 


gtagaacaga 


agataagaac 


ttttctctga 


1740 


atttgggtct 


tctagacttt 


ggtgcagcat 


atctgtttgt 


tattactaat 


aacaccaatc 


1800 


agggtcttca 


ggcctggaag 


attgaagaca 


ttccagccaa 


caaaatgtcc 


attgcgtggc 


1860 


agctaccaca 


atatgccctg gttacagctg 


gggaggtcat 


gttctctgtc 


acaggtcttg 


1920 


agttttctta 


ttctcaggct 


ccctctagca 


tgaaatctgt 


gctccaggca 


gcttggctat 


1980 


tgacaattgc 


agttgggaat 


atcatcgtgc 


ttgttgtggc 


acagttcagt 


ggcctggtac 


2040 


agtgggccga 


attcattttg 


ttttcctgcc 


tcctgctggt 


gatctgcctg 


atcttctcca 


2100 


tcatgggcta 


ctactatgtt 


cctgtaaaga 


cagaggatat 


gcggggtcca 


gcagataagc 


2160 


acattcctca 


catccagggg 


aacatgatca 


aactagagac 


caagaagaca 


aaactctgat 


2220 


gacttcctag 


attctgtcct 


gaccccaatt 


cctggccctg 


tcttgaagca 


ttttttttct 


2280 


tctactggat 


tagacaagag 


agatagcagc 


atatcagagc 


tgatctcctc 


cacctttctc 


2340 


caatgacaga 


agttccagga 


ctggttttcc 


agtacatctt 


taaacaaggc 


cccagagact 


2400 


ctatgtctgc 


ccgtccatca 


gtgaactcat 


taaaacttgt 


gcagtgttgc 


tggagctggc 


2460 


ctggtgtctc 


caaatgacca 


tgaaaataca 


cacgtataat 


aaaaatcatt 


ctctataaat 


2520 


atgcaaagtt 


atgggaattc 


ctttataggt 


aactgccatt 


taggactgat 


ggccctaatt 


2580 


tttgaggtgc 


tgatttagag 


gcaaaattgc 


agaataacaa 


agaaatggta 


tttcaagttt 


2640 


ttttttttat 


aagcaatgta 


attatgctat 


tcacaggggc 


c 




2681 



<210> 2 

<211> 729 

<212> PRT 

<213> Homo Sapiens 



2 



<400> 2 



Met Asn Pro Phe Gin Lys Asn Glu Ser Lys Glu Thr Leu Phe Ser Pro 
15 10 15 



Val Ser lie Glu Glu Val Pro Pro Arg Pro Pro Ser Pro Pro Lys Lys 
20 25 30 



Pro Ser Pro Thr lie Cys Gly Ser Asn Tyr Pro Leu Ser lie Ala Phe 
35 40 45 



lie Val Val Asn Glu Phe Cys Glu Arg Phe Ser Tyr Tyr Gly Met Lys 
50 55 60 



Ala Val Leu lie Leu Tyr Phe Leu Tyr Phe Leu His Trp Asn Glu Asp 
65 70 75 80 



Thr Ser Thr Ser lie Tyr His Ala Phe Ser Ser Leu Cys Tyr Phe Thr 
85 90 95 



Pro lie Leu Gly Ala Ala lie Ala Asp Ser Trp Leu Gly Lys Phe Lys 
100 105 110 



Thr lie lie Tyr Leu Ser Leu Val Tyr Val Leu Gly His Val lie Lys 
115 120 125 



Ser Leu Gly Ala Leu Pro lie Leu Gly Gly Gin Val Val His Thr Val 
130 135 140 



Leu Ser Leu lie Gly Leu Ser Leu lie Ala Leu Gly Thr Gly Gly lie 
145 150 155 * 160 



Lys Pro Cys Val Ala Ala Phe Gly Gly Asp Gin Phe Glu Glu Lys His 
165 170 175 



Ala Glu Glu Arg Thr Arg Tyr Phe Ser Val Phe Tyr Leu Ser lie Asn 
180 185 190 



Ala Gly Ser Leu lie Ser Thr Phe lie Thr Pro Met Leu Arg Gly Asp 
195 200 205 



Val Gin Cys Phe Gly Glu Asp Cys Tyr Ala Leu Ala Phe Gly Val Pro 
210 215 220 
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Gly Leu Leu Met Val lie Ala Leu Val Val Phe Ala Met Gly Ser Lys 
225 230 235 240 



lie Tyr Asn Lys Pro Pro Pro Glu Gly Asn lie Val Ala Gin Val Phe 
245 250 255 



Lys Cys lie Trp Phe Ala lie Ser Asn Arg Phe Lys Asn Arg Ser Gly 
260 265 270 



Asp lie Pro Lys Arg Gin His Trp Leu Asp Trp Ala Ala Glu Lys Tyr 
275 280 285 



Pro Lys Gin Leu He Met Asp Val Lys Ala Leu Thr Arg Val Leu Phe 
290 295 300 



Leu Tyr He Pro Leu Pro Met Phe Trp Ala Leu Leu Asp Gin Gin Gly 
305 310 315 320 



Ser Arg Trp Thr Leu Gin Ala He Arg Met Asn Arg Asn Leu Gly Phe 
325 330 335 



Phe Val Leu Gin Pro Asp Gin Met Gin Val Leu Asn Pro Phe Leu Val 
340 345 350 



Leu He Phe lie Pro Leu Phe Asp Phe Val He Tyr Arg Leu Val Ser 
355 360 365 



Lys Cys Gly He Asn Phe Ser Ser Leu Arg Lys Met Ala Val Gly Met 
370 375 380 



He Leu Ala Cys Leu Ala Phe Ala Val Ala Ala Ala Val Glu He Lys 
385 390 395 400 



He Asn Glu Met Ala Pro Ala Gin Ser Gly Pro Gin Glu Val Phe Leu 
405 410 415 



Gin Val Leu Asn Leu Ala Asp Asp Glu Val Lys Val Thr Val Val Gly 
420 425 430 



Asn Glu Asn Asn Ser Leu Leu He Glu Ser He Lys Ser Phe Gin Lys 
435 440 445 



4 



Thr Pro His Tyr Ser Lys Leu His Leu Lys Thr Lys Ser Gin Asp Phe 
450 455 460 



His Phe His Leu Lys Tyr His Asn Leu Ser Leu Tyr Thr Glu His Ser 
465 470 475 480 



Val Gin Glu Lys Asn Trp Tyr Ser Leu Val lie Arg Glu Asp Gly Asn 
485 490 495 



Ser lie Ser Ser Met Met Val Lys Asp Thr Glu Ser Lys Thr Thr Asn 
500 505 510 



Gly Met Thr Thr Val Arg Phe Val Asn Thr Leu His Lys Asp Val Asn 
515 520 525 



lie Ser Leu Ser Thr Asp Thr Ser Leu Asn Val Gly Glu Asp Tyr Gly 
530 535 540 



Val Ser Ala Tyr Arg Thr Val Gin Arg Gly Glu Tyr Pro Ala Val His 
545 550 555 560 



Cys Arg Thr Glu Asp Lys Asn Phe Ser Leu Asn Leu Gly Leu Leu Asp 
565 570 575 



Phe Gly Ala Ala Tyr Leu Phe Val lie Thr Asn Asn Thr Asn Gin Gly 
580 585 590 



Leu Gin Ala Trp Lys lie Glu Asp lie Pro Ala Asn Lys Met Ser lie 
595 600 605 



Ala Trp Gin Leu Pro Gin Tyr Ala Leu Val Thr Ala Gly Glu Val Met 
610 615 620 



Phe Ser Val Thr Gly Leu Glu Phe Ser Tyr Ser Gin Ala Pro Ser Ser 
625 630 635 640 



Met Lys Ser Val Leu Gin Ala Ala Trp Leu Leu Thr lie Ala Val Gly 
645 650 655 



Asn He He Val Leu Val Val Ala Gin Phe Ser Gly Leu Val Gin Trp 
660 665 670 
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Ala Glu Phe lie Leu Phe Ser Cys Leu Leu Leu Val lie Cys Leu lie 
675 680 685 



Phe Ser lie Met Gly Tyr Tyr Tyr Val Pro Val Lys Thr Glu Asp Met 
690 695 700 



Arg Gly Pro Ala Asp Lys His lie Pro His lie Gin Gly Asn Met lie 
705 710 715 720 



Lys Leu Glu Thr Lys Lys Thr Lys Leu 
725 



<210> 3 

<211> 363 

<212> DNA 

<213> Homo Sapiens 

<400> 3 

gaggtccagc tgcaacagtc tggacctgag ctggtgaagc ctggagcttc aatgaagata 60 

tcctgcaagg cttctggtta ctcattcact ggctacacca tgaactgggt gaagcagagc 120 

catggaaaga accttgagtg gattggactt attaatcctt acaatggtgg tattaactac 180 

aaccagaagt tcaagggcaa ggccacatta actgtagaca agtcatccag tacagcctac 240 

atggagctcc tcagtctgac atctgaggac tctgcagtct attactgtac aagacgggcc 3 00 

tactatggta actacggtac tatggactac tggggtcaag gaacctcagt caccgtctcc 360 

tea 363 

<210> 4 

<211> 321 

<212> DNA 

<213> Homo Sapiens 

<400> 4 

gaaaatgttc tcacccagtc tccagcaagc atgtctgcat ctccagggga aaaggtcacc 60 

atgacctgea gtgccagctc aagtgtaagt tacatgeact ggtaccagca gaagtcaacc 120 

acctccccca aactctggat ttatgacaca tccaatctgg cttctggggt cccaggtcgc 180 

ttcagtggca gtgggtctgg aaactcttac tctctcacga tcagcaacat ggaggctgaa 240 

gatgttgcca cttattactg ttttcagggg agtggttacc cactcacgtt cggtgctggg 3 00 

accaagctgg agctgaaacg g 321 



<210> 
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<211> 354 
<212> DNA 
<213> Homo Sapiens 

<400> 5 

caggtccaac tgcagcagcc tggggctgag ctggtgaggc ctggggcttc agtgaagctg 60 

tcctgcaagg cttctggcta caccttcacc agctactggt tgaactgggt gaggcagagg 120 

cctggacaag gccttgaatg gattggtatg attgatcctt cagacagtga aactcactac 180 

aatcaaatgt tcaaggacaa ggccacattg actgtagaca agtcctccag cacagcctac 240 

atgcagctca gcagcctgac atctgaggac tctgcggtct attactgtac aagtcagggg 3 00 

gtaccggtcc cctttgacta ctggggccaa ggcaccactc tcacagtctc ctca 354 



<210> 6 

<211> 339 

<212> DNA 

<213> Homo Sapiens 

<400> 6 

gatgttgtga tgacccaaac tccactctcc ctgcctgtca gtcttggaga tcaagcctcc 60 

atctcttgca gatctagtca gagccttgta cacagtaatg gaaacaccta tttacattgg 120 

tacctgcaga agccaggcca gtctccaaag ctcctgatct acagagtttc caaccgattt 180 

tctggggtcc cagacaggtt cagtggcagt ggatcaggga cagatttcac actcaagatc 240 

agcagagtgg aggctgagga tctgggagtt tatttctgct ctcaaagtac acatgttccg 300 

tggacgttcg gtggaggcac caagctggaa atcaaacgg 33 9 



<210> 7 

<211> 121 

<212> PRT 

<213> Homo Sapiens 

<400> 7 

Glu Val Gin Leu Gin Gin Ser Gly Pro Glu Leu Val Lys Pro Gly Ala 
1 5 .10 15 



Ser Met Lys lie Ser Cys Lys Ala Ser Gly Tyr Ser Phe Thr Gly Tyr 
20 25 30 



Thr Met Asn Trp Val Lys Gin Ser His Gly Lys Asn Leu Glu Trp lie 
35 40 45 



Gly Leu lie Asn Pro Tyr Asn Gly Gly lie Asn Tyr Asn Gin Lys Phe 
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50 55 60 



Lys Gly Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala Tyr 
65 70 75 80 



Met Glu Leu Leu Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys 
85 90 95 



Thr Arg Arg Ala Tyr Tyr Gly Asn Tyr Gly Thr Met Asp Tyr Trp Gly 
100 105 110 



Gin Gly Thr Ser Val Thr Val Ser Ser 
115 120 



<210> 8 

<211> 107 

<212> PRT 

<213> Homo Sapiens 

<400> 8 

Glu Asn Val Leu Thr Gin Ser Pro Ala Ser Met Ser Ala Ser Pro Gly 
1 5 10 15 



Glu Lys Val Thr Met Thr Cys Ser Ala Ser Ser Ser Val Ser Tyr Met 
20 25 30 



His Trp Tyr Gin Gin Lys Ser Thr Thr Ser Pro Lys Leu Trp lie Tyr 
35 40 45 



Asp Thr Ser Asn Leu Ala Ser Gly Val Pro Gly Arg Phe Ser Gly Ser 
50 55 60 



Gly Ser Gly Asn Ser Tyr Ser Leu Thr He Ser Asn Met Glu Ala Glu 
65 70 75 80 



Asp Val Ala Thr Tyr Tyr Cys Phe Gin Gly Ser Gly Tyr Pro Leu Thr 
85 90 95 



Phe Gly Ala Gly Thr Lys Leu Glu Leu Lys Arg 
100 105 



<210> 9 
<211> 118 
<212> PRT 
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<213> Homo Sapiens 
<400> 9 



Gin Val Gin Leu Gin Gin Pro Gly Ala Glu Leu Val Arg Pro Gly Ala 
15 10 15 



Ser Val Lys Leu Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr 
20 25 30 



Trp Leu Asn Trp Val Arg Gin Arg Pro Gly Gin Gly Leu Glu Trp lie 
35 40 45 



Gly Met lie Asp Pro Ser Asp Ser Glu Thr His Tyr Asn Gin Met Phe 
50 55 60 



Lys Asp Lys Ala Thr Leu Thr Val Asp Lys Ser Ser Ser Thr Ala Tyr 
65 70 75 80 



Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys 
85 90 95 



Thr Ser Gin Gly Val Pro Val Pro Phe Asp Tyr Trp Gly Gin Gly Thr 
100 105 110 



Thr Leu Thr Val Ser Ser 
115 



<210> 10 

<211> 113 

<212> PRT 

<213> Homo Sapiens 

<400> 10 

Asp Val Val Met Thr Gin Thr Pro Leu Ser Leu Pro Val Ser Leu Gly 
15 10 15 



Asp Gin Ala Ser lie Ser Cys Arg Ser Ser Gin Ser Leu Val His Ser 
20 25 30 



Asn Gly Asn Thr Tyr Leu His Trp Tyr Leu Gin Lys Pro Gly Gin Ser 
35 40 45 



Pro Lys Leu Leu lie Tyr Arg Val Ser Asn Arg Phe Ser Gly Val Pro 
50 55 60 
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Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys lie 
65 70 75 80 



Ser Arg Val Glu Ala Glu Asp Leu Gly Val Tyr Phe Cys Ser Gin Ser 
85 90 95 



Thr His Val Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu lie Lys 
100 105 . 110 



Arg 
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